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Gene logFC Adjusted p Gene logFC Adjusted p
MBL2 -48 0.00E+00 LINCO1518 36 1.29E-225
LINC01518 36 1.20E-225 CDKN2A 62 4.28E-129
NES 49 2.63E-203 CTAGZ2 27 6.06E-201
CTAG2 I 6.06E-201 BTK T 7.33E-94
MGST1 -46 4 59E-197 RELN 25 1.19E-47
SPIN3 32 1.80E-145 PLXNB2 19 1.18E-37
ADGRES 4.0 2 23E-139 PODXL2 25 1.91E-27 .
CDKN2A 6.2 4 28E-129 ESAM 22 1.95E-25
TUBB4A 33 3.38E-125 PRKX 1.1 3.11E-47
S8X1 41 1.44E-124 ACP3 28 1.03E-69
LHX8 -34 312E-107 GNG7 1.5 8.85E-68
GNE -31 4.32E-100 UTS2R 16 1.90E-39
MAGEA3 27 1.53E-99 TNFRSF8 3.0 . 3.02E-26
BTK 27 7.33E-94 CD52 28 4 7T1E-53
PCSK1N 28 1.68E-90 CMTR1 -1.2 2.38E-58
CDKN2B 21 1.68E-84 TMEM25 25 9.75E-74
ZNF175 24 0 00E-81 TUBB4A 3.3 3.38E-125
sSDC2 36 2 70E-74 NLRP11 4.3 2.01E-70
TMEM25 25 9.75E-74 SLC38AS 19 3.06E-42
ZNF544 27 2.97E-73 ABCG2 4.2 3.19E-24
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Gene Description logFC Adjusted p
HSPA6 heat shock protein family A (Hsp70) member 6 10.08 1.14E-70
HSPA7 heat shock protein family A (Hsp70) member 7 4.587 2.85E-36
HSPB1 heat shock protein family B (small) member 1 3.827 1.19E-29
heat shock protein 90 alpha family class A
HSP90AA1 member 3.638 2.24E-67
heat shock protein family H (Hsp110) member
HSPH1 1 3.527 1.54E-82
HSPA8 heat shock protein family A (Hsp70) member 8 1.723 4 19E-41
HSPD1 heat shock protein family D (Hsp60) member 1 1.598 8.30E-18
heat shock protein family A (Hsp70) member 4
HSPA4L like 1.474 2.51E-17
heat shock protein 90 alpha family class B
HSP9Y0AB1 member 1.42 8.93E-28
HSPA4 heat shock protein family A (Hsp70) member 4 1.298 4.82E-82
HSPE1 heat shock protein family E (Hsp10) member 1 1.207 0.0008898
CR1 X-C motif chemokine receptor 1 -1.057 4.20E-08
CCR1 C-C motif chemokine receptor 1 -1.163 0.00002069
CXCL10 C-X-C motif chemokine ligand 10 -1.583 1.52E-07
CCR2 C-C motif chemokine receptor 2 -2.084 4.89E-14
CCL3L1 C-C motif chemokine ligand 3 like 1 -3.006 5.85E-17
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