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Pan-cancer single-cell landscape of tumor-infiltrating T cells (CD8 T cell) EXPLORE

ID: GSE156728_CD8 Total cells: 234,550 Total subjects: 301 Rerefence:

Abstract Metadata overview Dimensionality reduction

mmune cells, the composition, Author's cell type (8) .

Number of cells

memory CDS T cell 54559
effector memory CD8 T cell 49105
tissue resident memory CD8 T cell
exhausted CD8 T cell
Temra CD8 T cell
naive CD8 T cell
CD8 T cel

mucosal associated invariant T cell

Single cell analysis of the developing mouse kidney provides deeper insight into marker gene expression and ligand-receptor crosstalk EXPLORE

D: GSE108291 Total cells: 8,425 Rel

Welcome back, let us know if you
have any questions.

Abstract Metadata overview Dimensionality reduction

Author's cell type (7) - Write a message... >

Number of cells
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Condition

medical condition of a donar

Sampling site

where a sample is collected
from a subject

Cell type
authors' annotation abaut
different cell types in a sampie

Cancer cell

malignant cells identified from
a cancerous sample

Treatment
type of therapy applied to a
subject

secretory cell

secretory cell
341,710 call - &3 studies

pancreatic D cell

4,488 cell - 14 studies

type B pancreatic cell

52,629 call - 19 studies

paneth cell
4,001 cell - 5 studies

exocring cell
5,570 ce 3 studies

peptic cell
5,195 cell - 3 studies

granulosa cell
6,958 cell - 3 studies
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serous secreting cell
7,068 call - & studies

pancreatic ductal cell
79 116 call - 22 studies

enterpoendocrine cell
12 284 cell - 21 studies

pancreatic epsilon cell
271 cell - 7 studies

cortical cell of adrenal gland
411,113 cell - 7 studies

chondrocyte
104,663 cell - 11 studies
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Express at |east one of these genes:

CD3D x ) Input genes

And

CD3E x ) Input genes

And

|prut genes

* You can click on a gene tag to turn it to negative condition and vice versa

()and(]

Match cperation: @ Contain at least one of the selected labels for each categories
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Expression profile

ICategories

Express at least one of these genes:

(CDBD x) cr(CDBE x ) Input genes

And

Input genes

EXPRESS

Express at least one of these genes:

Input genes

And
not ( CD3E x ) Input genes

EXPRESS

(}and( not }

Expression profileTld. Bz FRIRICKDIITAINAY—ZFRLTI/INT VY IFT—IZ R DAL ENTEET,
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= Authors' metadata

Age (years)

Author's cell type

Bmi

Cancer type

Clinical stage
Cluster

Cluster coarse

Cluster id (harmonized)
Data source

Dataset id ; — ) -

Developmental stage
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@ TM.KZBATA Single-cell RNA seq-- = Human - ‘D YOUR. LIBRARIES
Cell types Studies CD3D x ) Example: CD3D
BioTuring GTEx v8 TCGA 54,970,994 cells 1,013 studies
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coll types  studies colltypes  studies

Tcell

Numbar of cells: 18061182

Single-cell eQTL mapping identifies cell type-specific genetic control of autoimmune disease (CD4+) EXPLORE
1D GSE195830_CO4  Number of cells. 626.394

Co-expressed in Co-expressad in

Alpha-ge

Central M D4-Positive, Alpl Zed 224583 cells
10365850 colls. Co3C 497369 oolls G030
Naive Thymu: ved CO4-Positive, Alpha-Beta T Cell Naiva Thymus-Darive ositive, Alpha-Beta T Cel
41730 cel 196568 colls
CD8-Positive, Alpha-Beta T Cel 843973 ca y CD4-Positive, Alpha-Beta T Call 22555 calls
Unassigned B15374 cells 16776 call A6BAZ5 colls Co-pspress
920955 cells. Co-erpress
C Cell toxic T Cal
Regulatory T Cell 339916 cels 18 con
Maive Thymus-Darived sitive, Alpha-Beta T G BAZ8322 colls LTB all 582235 cells 178
Memory T Call 201
Effocior Mamo tive, Alpha-Bata T Coll 86890 single-cell RMA-seq reveals cell type-specific molecular and genetic associations to lupus (T/NK) EXPLORE

I BANM WARGTRY TMK  Muehor of rolle 730 723
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Cell types
T cell
Cell subtypes

Goblet cell

Alpha-beta intraepithelial T cell
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Include: @ matchedcells (O all cells

] 9,250 cells selected Seleting 3/3 studies

a Single-cell transcriptomic analysis of tissue-resident memory T cells in human
lung cancer {10X)
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8 1,723
*

GSE143706_ipf 1,137
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GSE158127 942

499
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GSEgs618 75

GSE147066 58
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https://filgen.jp/Product/BioScience21-software/BioTuring/index-menu.htm
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