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1 Major improvements in directDIA
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3 Significant computational performance
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4 New acquisition method support
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5 Improved support for labeled DIA workflows
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6 New features for analyzing post transiational
modifications
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7 Improved command line interface
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8 New Visualizations and Reportables

Elution Group Level -> EG.InputNormalizationFactor

Elution Group Level -> EG.QuantityPerProtein

PTM Site Report -> PTM.QuantityPerProtein

PTM Site Report -> PTM.InputNormalizationFactor

PTM Site Report -> PTM.Stoichiometry
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9 New and Changed Analysis Settings

* [New] DIA Analysis -> PTM Workflow -> Input Normalization Strategy

* [New] DIA Analysis -> PTM Workflow -> PTM Localization -> Stoichiometry

Calculation Strategy

[New] DIA Analysis -> Quantification -> DeepQuant Correction [Beta]

[New] DIA Analysis -> Workflow -> Hybrid (DDA + DIA) Library

[New] directDIA -> Pulsar Search -> Speed-up -> diaPASEF Processing -> Fast

[New] directDIA -> Pulsar Search -> Identification -> directDIA Workflow -> RT

Sampling Reduction
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Even More Identifications
Comparison for a Range of Diverse Datasets
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RAM Requirement Improvements
Peak RAM Requirement for Increasing Number of Runs
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