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Fun Accession  Experiment Accession  Prject Accession  Sample Accession  Submission Ac..  BioProject BioSample Genter Genter Proje.. Design

SRR24107947 SRH19907705 SRP431626 SRS17261418 SRAIGIZTAG]  PRJNAGEISAT  SAMNISIIGI18  Arizona State Lniversity DH# nas extracted fram 250
SRR24107969 SRA19807684 SRP431626 SRE17261307 SRAIGITAG]  PRJNAGEI3T  SAMNIAII6307  Arizona State Lniversity DHi was extracted fram 250
SRR24107960 SRX19807683 SRP431626 SRS17261406 SRAIGIZAG]  PRJNAGE343?  SAMMNISIIG315  Arizona State University DHi was extracted fram 250
SRR24107973 SRA13807680 SRP431626 SRS17261393 SRAIGIZG  PRJNAGSI3?  SAMNIAIIG303  Arizona State University DHi was extracted fram 250
SRR2410794% SRX19907705 SRP431526 SRS17261819 SRAIGIZ6]  PRJNAGSIST  SAMMISII6317  Arizona State Lniversity DN mas extracted from 250
SRR24107970 SRX19907683 SRP431626 SRS17261396 SRAIGIZT46]  PRJNAGEISAT  SAMNIAIIG306  Arizona State University DH# nas extracted fram 250
SRR24107949 SRAI9807704 SRP431626 SRE17261417 SRAIGITAG]  PRJNAGS33T  SAMNIAII6316  Arizona State University DHi was extracted fram 250
SRR24107972 SRX19907691 SRP31626 SRE17261804 SRAIGIZAG]  PRJNAQE33?  SAMNIAIIG304  Arizona State University DHi was extracted fram 250
SRR24107961 SRA13807632 SRP431626 SRS17261405 SRAIGIZAG]  PRJNAGS337  SAMNISIIEINE  Arizona State University DH# was extracted fram 250
SRR24107971 SRK19907682 SRP431626 SRS17261895 SRAIBIZAG]  PRJNAGEIE?  SAMMIAIIEI05  Arizona State Lniversity DN nas extracted fram 250
SRR24107945 SRA19907708 SRP41626 SRE17261421 SRAIGIZAG  PRJNAGEIZT  SAMNIAII6319  Arizona State University DHi as extracted fram 250
SRR24107946 SRAI9807707 SRP431626 SRE17261420 SRAIGITG]  PRJNAGG33T  SAMNIAII6274  Arizona State University DHi was extracted fram 250
SRR24107967 SRX19007688 SRP431626 SRE17261209 SRAIGIZAG]  PRJNAGE33?  SAMMNISIIG2I3  Arizona State University DHi was extracted fram 250
SRR24107943 SRA13807710 SRP431626 SRS17261423 SRAIGIZG]  PRJNAGSI37  SAMNIAIIE21  Arizona State University DH# was extracted fram 250
SRR24107955 SRH19907688 SRP431626 SRS17261411 SRAIGIZA6]  PRJNAGEIE?  SAMMISII6363  Arizona State Lniversity DN mas extracted from 250
SRR24107954 SRA19807689 SRP431626 SRE17261412 SRAIGITAG]  PRJNAGEI3T  SAMNIAII6364  Arizona State Lniversity DHi was extracted fram 250
SRR24107977 SRX19807678 SRP431626 SRS17261289 SRAIGIZAG]  PRJNAGE3437  SAMNISIIG358  Arizona State University DHi was extracted fram 250
SRR2410795% SRA13807700 SRP431626 SRS17261413 SRAIGIZG  PRJNAGSIA3?  SAMNIAIIGIES  Arizona State University DHi was extracted fram 250
SRR24107959 SRX19907684 SRP431526 SRS17261407 SRAIGIZ6]  PRJNAGSIST  SAMMISI16359  Arizona State Lniversity DN mas extracted from 250
SRR24107952 SRK19907701 SRP431626 SRS17261414 SRAIGIZ46]  PRJNAGEISAT  SAMNIAIIGIB6  Arizona State University DH# nas extracted fram 250
SRR24107958 SRA19807645 SRP431626 SRE17261408 SRAIGITAG  PRJNAGEI3T  SAMNIAII63E0  Arizona State Lniversity DHi was extracted fram 250
SRR24107951 SRX19807702 SRPY31626 SRE17261415 SRAIGIZAG]  PRJNAGE3437  SAMNIAIIG367  Arizona State University DHi was extracted fram 250
SRR24107957 SRA13807638 SRP431626 SRS17261409 SRAIGIAE  PRJNAGS337  SAMMNISIIEIE!  Arizona State University DHi was extracted fram 250
SRR24107950 SRX19807703 SRP431526 SRS17261416 SRAIGIZ6]  PRJNAGEIST  SAMMIATI6368  Arizona State Lniversity DN nas extracted from 250
SRR24107956 SRH19907687 SRP431626 SRS17261410 SRAIGIZAG]  PRJNAGEISAT  SAMNISII6302  Arizona State Lniversity DN nas extracted fram 250
SRR24107942 SRK19907711 SRP431626 SRE17261424 SRAIGITAG]  PRJNAGEI3T  SAMNIAII6322  Arizona State Lniversity DHi was extracted fram 250
SRR24107944 SRX19007708 SRP431626 SRE17261422 SRAIGIZAG]  PRJNAGE337  SAMMNISII6320  Arizona State University DHi was extracted fram 250
SRR24107941 SRX13807712 SRP431626 SRS17261426 SRAIGIZG]  PRJNAGSI37  SAMNIAIIE323  Arizona State University DH# was extracted fram 250
SRR24107940 SRK19907713 SRP431626 SRS17261425 SRAIGIZA6]  PRJNAGEIE?  SAMMISII6324  Arizona State Lniversity DN mas extracted from 250
SRR24107921 SRA19907742 SRP4I1626 SRE17261445 SRAIGIZAG  PRJNAGEIZT  SAMNIAII6341  Arizona State University DHi nas extracted fram 250
SRR24107933 SRH19807720 SRP431626 SRE17261432 SRAIGITAG]  PRJNAGG33T  SAMNI4I16330  Arizona State University DHi was extracted fram 250
SRR24107939 SRX19007714 SRP31626 SRE17261427 SRAIGIZAG]  PRJNAQE33?  SAMNIAIIG325  Arizona State University DHi was extracted fram 250
SRR24107922 SRX19907731 SRP431626 SRS17261442 SRAIGIZAG]  PRJNAGS337  SAMNISIIGI0  Arizona State University DH# was extracted fram 250
SRR24107932 SRK19907721 SRP431626 SRS17261434 SRAIBIZAG]  PRJNAGEIE?  SAMNIAII6331  Arizona State University DN nas extracted fram 250
SRR24107938 SRAI9907715 SRP41626 SRE17261428 SRAIGIZTAG  PRJNAGEIZT  SAMNIAII6326  Arizona State University DHi as extracted fram 250
SRR24107925 SRH19807740 SRP431626 SRE17261444 SRAIGITAG]  PRJNAGG33T  SAMNIAI16330  Arizona State Lniversity DHi was extracted fram 250
SRR24107931 SRA13807722 SRP431626 SRS17261435 SRAIGIAE  PRJNAGS337  SAMNISIIG332  Arizona State University DHi was extracted fram 250
SRR24107937 SRX19807715 SRP431526 SRS17261429 SRAIGIZ6]  PRJNAGEIST  SAMNIAI16327  Arizona State Lniversity DN nas extracted from 250
SRR24107925 SRX19907728 SRP431626 SRE17261881 SRAIGIZAG]  PRJNAGEISAT  SAMNISII6338  Arizona State Lniversity DN nas extracted fram 250
SRR2410791% SRAI9807745 SRP431626 SRE17261448 SRAIGITAG  PRJNAGEI3T  SAMNIAII6344  Arizona State University DHi was extracted fram 250
SRR24107930 SRX19807723 SRP431626 SRS17261436 SRAIGIZAG]  PRJNAGG3437  SAMNISII6333  Arizona State Lniversity DHi was extracted fram 250
SRR24107936 SRA13807717 SRP431626 SRS17261430 SRAIGIAG]  PRJNAGSI3?  SAMNIAIIG28  Arizona State University DHi was extracted fram 250
SRR24107926 SRX19807727 SRP431526 SRS17261840 SRAIGIZ6]  PRJNAGSIST  SAMMISI16337  Arizona State Lniversity DN mas extracted from 250
SRR24107919 SRH19907734 SRP431626 SRS17261447 SRAIGIZT4R]  PRJNAGEISAT  SAMNIAII6383  Arizona State Lniversity DH# nas extracted fram 250
SRR24107924 SRA19807724 SRP431626 SRE17261437 SRAIGITAG  PRJNAGEI3T  SAMNIAII6334  Arizona State University DHi was extracted fram 250
SRR24107934 SRX19807718 SRPY31626 SRS17261433 SRAIGIZAG]  PRJNAGE337  SAMNISII6329  Arizona State University DHi was extracted fram 250
SRR24107927 SRA13807726 SRP431626 SRS17261439 SRAIGIZAG]  PRJNAGS337  SAMNISIIGI36  Arizona State University DH# was extracted fram 250
SRR24107920 SRK19307748 SRP431626 SRS17261446 SRAIBIZAG]  PRJNAGEISE?  SAMNIAII6382  Arizona State University DN nas extracted fram 250
SRR24107928 SRAI9907725 SRP41626 SRE17261438 SRAIGIZAG  PRJNAGEIZT  SAMNIAII6335  Arizona State University DHi as extracted fram 250
SRR24107962 SRH19907691 SRR431626 SRE17261404 SRAIGITAG]  PRJNAGG33T  SAMNIAII6313  Arizona State Lniversity DHi was extracted fram 250
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P CLC Genomics Workbench 23.0.5 - <New Workspace> - Evaluation 72 days remaining - o X
File Edit View Connections Utiities Download Toolbox Help
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C-er b 28 & & &
Mew Save impon Erpont Gaphics Prnt Launch o Verkspace Plogins Dounioad WWorkflows Support
Browst B8 Enzyme List.. Al Buootf-replicateB (pared) X Booté-replicated (pared, tri.. X G ATP8al mRNA > [EH 165,97 otus GG (taxpro index) % [EE QMI-PTDE Family ttapro index.. X ¢ SRA Search % [EH Mereed abundance table with 1. X | [FH SRA MetadataTable X
Navie|
Y é £ Folder. Ctrl=Shift=N Rows: 105 Metadata Fitter I;Dm:d;ti;t;amg Seliines =
Q-[¢f B Sequence.. @akTl Run Accession Experiment Accession Project Accession Sample Accession  Submission Ac..  BioProject BicSample Center Genter Proje.. Desien Manual
£ Sequence Lis SRR24107947 SRK19907706 SRP43IR2G SRS 17261418 SRAIGIZAE  PRINAGEIAT  SAMNIIIGAIE  Arizona State Liniversity DNA mas extracted from 250 Show colamn =
G Track List — SRR24107969 SRX18907684 SRP431626 SR317281387 SRAIGIZ461  PRINASGI47  SAMN4116307  Arizona State Liniversity DN was extracted from 260 -
b SRR24107960 SR19907693 SRP431526 SRS17261418 SRAIGIZAG1  PRINASSIS7  SAMNI116315  Arizons State Lniversity DN was extracted from 250 7 fezesin
£= Trim Adapter List SRR24107973 SRK19907680 SRP431626 SRS 17261398 SRAIGIZ46]  PRINASSEA?  SAMN4116803  Arizona State Liniversity DNA mas extracted fram 250 Experiment Accession
SRR24107948 SRK19907705 SRP43IRZG SRS 17261419 SRAIGIZAE  PRINASEIAT  SAMNIIIG3IT  Arizona State Liniversity DNA mas extracted from 250 Frajent Acosssion
B8 Motif List wmies tabled (Fitter | |SRR24107870 SRX19907683 SRP431626 SRS 17261386 SRAIGI7460  PRINASGIAET  SAMN3116306  Arizona State Liniversity DNA mas extracted from 250
B Metadata Table ymies (tabled (Fiter | |SRR24107849 SRx19907704 SRP431526 SRS17261417 SRAIGIZAG  PRINASSIST  SAMNI4116316  Arizons State Lniversity DN was extracted from 250 8 Sample Accession
smies (table) (Filter || SRR24 107872 SRK19907681 SRP431626 SRS 17261384 SRAIGIZ46]  PRINASSEAE?  SAMNS4116804  Arizona State Liniversity DNA mas extracted fram 250 8 Submission Accession
E Workflow wmies itabled (Fitter || SRR24107861 SRK19907692 SRP43IRZG SRS 17261405 SRAIGIZAE  PRINASEIAT  SAMNIIIBAM  Arizona State Liniversity DNA mas extracted from 250 BioProject
wmies (tabled (Filter | |SRR24107871 SRX19907682 SRP431626 SRS 17261345 SRAIGIZ46]  PRINAGGIAET  SAMN34116305  Arizona State Liniversity DNA mas extracted from 250
B Location ? pmies (tabled (Filter | |SRR24107845 SR19907708 SRP431526 SRS17261421 SRAIGIZAG  PRINASSIS7  SAMNI4116319  Arizons State Lniversity DN was extracted from 250 Bt
% Merged sbundance table mith taxonamies (table) (Filter | [|SRR2107845 SRX19907707 SRP431526 SRS 17261420 SRAIGIZA6]  PRINAWSIA3]  SAMNI4116274  Arizona State Liniversity DNA mas extracted from 250 8 Center
1E: Wereed abundance table with taxonomies (tahle) (Filter | [|SRR24107967 SRK19907686 SRP43IRZG SRS 17261349 SRAIGIZAE  PRINASEIAT  SAMNIII62F  Arizona State Liniversity DNA mas extracted from 250 B Center Project
- [B] Werged abundance table with taxonomies (table) (PERN || SRR24107843 SRX18907710 SRP431626 SRS 17261423 SRAIGIZ46]  PRINASGIAET  SAMN34116321  Arizona State Liniversity DNA mas extracted from 250
[ Mere=d sbundance table with taxonomies (table) SRR24107955 SR19907698 SRP431526 SRS17261411 SRAIGIZAG  PRINASSIS7  SAMNI4116383  Arizons State Lniversity DN was extracted from 250 Bt
T QME-PTDB Family (taxpro index) (+2.0) SRR24107954 SRX19907699 SRP431526 SRS 17261412 SRAIGIZ46]  PRINAWSIA3]  SAMNI4116364  Arizona State Liniversity DNA mas extracted from 250 @ study Title
h SRR24107977 SRR19907676 SRP43IRZG SRS 17261309 SRAIGIZAE  PRINASEIAT  SAMNIII63EE  Arizona State Liniversity DNA mas extracted from 250 Library Name
£ SRR24107918 SRR24107953 SRX18907700 SRP431626 SRS17261413 SRAIGIZ46]  PRINAGGIAET  SAMN34116365  Arizona State Lniversity DNA mas extracted from 250 O
SRR24107959 SRX19907694 SRP431528 SRS17261407 SRAIGI7461  PRUNAYSIIIT  SAMNI4116359  Arizona State Linirersity DN was extracted from 250 Brery Shateey
SRR24107952 SRX19907701 SRP431526 SRS 17261414 SRATGIZ46]  PRINAWSIA3]  SAMNI4116366  Arizona State Liniversity DNA mas exiracted fram 250 Library Source
SRR24107958 SRK19907695 SRP43IR26 SRS 17261408 SRAIGIZAG  PRIMASEIST  SAMNI41I63E0  Arizona State Liniversity DNA mas extracted from 260 Library Selection
SRR24107951 SRX18907702 SRP431626 SRE17261415 SRAIGI746]  PRINAGGIAET  SAMN34116367  Arizona State Liniversity DNA mas extracted from 250 B Scientiio Name
SRR24107957 SR19907695 SRP431526 SRS17261408 SRAIGIZAG  PRINASSIS7  SAMNI4116381  Arizons State Lniversity DN was extracted from 250
SRR24107950 SRX19907703 SRP431526 SRS 17261416 SRATGIZ46]  PRINAWSIA3]  SAMNI4116368  Arizona State Liniversity DNA mas exiracted fram 250 8 Camman Name
SRR24107956 SRK19907697 SRP43IR26 SRS 17261410 SRAIGIZAG  PRIMASEIST  SAMNI4I163E2  Arizona State Liniversity DNA mas extracted from 260 Description
w1 SRRO4107822 SRR24107942 SRK18907711 SRP431626 SRS 17261424 SRAIGIZ46]  PRINAGGIAET  SAMN34116322  Arizona State Liniversity DNA mas extracted from 250 8 bstrument
— SRR24107944 SRX10907709 SRP131626 SRE17261422 SRAIGIZAG  PRIMAOGI1E7  SAMN34116320  Arizona State Lniversity DNA mas extracted from 260
e = [|sRrat107841 SRX19907712 SRP431526 SRS 17261435 SRATGIZ46]  PRINASSIA3]  SAMNI4116323  Arizona State Liniversity DNA mas exiracted fram 250 it
SRR24107940 SRK19907713 SRP43IR26 SRS 17261425 SRAIGIZAG  PRIMASEIST  SAMNI4116324  Arizona State Liniversity DNA mas extracted from 260 Host
RESSSSEN Toobox WETRNES SRR24107921 SRX19907782 SRP431626 SRS 17261445 SRAIGIZ46]  PRINAGGIAET  SAMN34116341  Arizona State Liniversity DNA mas extracted from 250 B Golstion Source
27 llsrRas 107833 SRX10907720 SRP131626 SRE17261432 SRAIGIZAG  PRIMAOGI1E7  SAMN34116330  Arizona State Lniversity DNA mas extracted from 260
Template Workflows SRR24107929 SRK19907714 SRP431526 SRS17261427 SRAIGITA61 PRJNAIEIAST SAMN3A116325 Arizans State University DMA was extracted from 250 8 Collection Date
Fal Preparing Raw Data SRR24107922 SRX19907731 SRP43IR26 SRS 17261442 SRAIGIZAG  PRIMASEIST  SAMNI41I6340  Arizona State Liniversity DNA mas extracted from 260 8 Geographic Location
{5 Basic Workflow Desiens SRR24107932 SRX19907721 SRP431626 SRS 17261434 SRAIGI746]  PRINAGGIAET  SAMN34116331  Arizona State Liniversity DNA mas extracted from 250 Latitude And Longitude
{57 Biomedical Workflows SRR24107923 SRX10907715 SRP131626 SRE17261428 SRAIGIZAG  PRIMAOGI17  SAMN34116326  Arizona State Lniversity DNA mas extracted from 260
[ Genome Finishing Workflows: SRR24107923 SRX19907730 SRP431526 SRS17261444 SRATEI7461 PRJNAIE3I437 SAMN34116339 Arizona State University DNA was extracted from 250 e T CrsEm
E2 Microbial Workilows SRR24107931 SRK19907722 SRP43IR26 SRS 17261435 SRAIGIZAG  PRIMASSIST  SAMNI4116332  Arizona State Liniversity DNA mas extracted from 260 Replicate
- Snele Cell Worktlows SRR24107937 SRX18907716 SRP431626 SRS 17261428 SRAIGIZ46]  PRINAGGIAET  SAMN34116327  Arizona State Liniversity DNA mas extracted from 250 Select Al
Installed Workflows SRR24107925 SRX10907728 SRP131626 SRE17261441 SRAIGIZAG  PRIMAOGI17  SAMN34116338  Arizona State Lniversity DNA mas extracted from 260 F=E
(3 Tnstalled Workilons SRR24107918 SRX19907735 SRP431526 SRS 17261448 SRATGIZ46]  PRINAWSIA3]  SAMNI4116344  Arizona State Liniversity DNA mas exiracted fram 250
Tools SRR24107930 SRK19907723 SRP43IR26 SRS 17261436 SRAIGIZAG  PRIMASEIST  SAMNI4116333  Arizona State Liniversity DN was extracted from 250 Golumn width (associations) =
SRR24107936 SRR18907717 SRP431R26 SRS 17261440 SRAIGIZAE  PRINAGEIAAT  SAMNII16328  Arizona State Liniversity DN was extracted from 250 e
- Genome Finishing Module SRR24107926 SRX10907727 SRP131626 SRE17261440 SRAIGIZAG  PRIMAOGI1E7  SAMN34116337  Arizona State Lniversity DNA mas extracted from 260
|55 Olassical Sequence Analysic SRR24107919 SRX19907734 SRP431526 SRS 17261447 SRAIGIZ46]  PRINASSIA3?  SAMNI4116343  Arizona State Liniversity DMA was extracted from 250 Show colurmn (associations) =
[ Molecular Bislogy Tools SRR24107929 SRR19907724 SRP43IR26 SRS 17261437 SRAIGIZAG  PRIMASEIST  SAMNI4116334  Arizona State Liniversity DNA mas extracted from 260 Pun Acssssion
BLAST SRR24107934 SRK18907719 SRP431R26 SRS 1726143 SRAIGIZAE  PRINABEIAAT  SAMNII16320  Arizona State Liniversity DN was extracted from 250
{8 Prepare Sequencing Data SRR24107927 SRX10907726 SRP131626 SRE17261438 SRAIGIZAG  PRIMAOGI17  SAMN34116336  Arizona State Lniversity DNA mas extracted from 260 et
) Quality Gentral SRR24107920 SR19907733 SRP431526 SRS17261448 SRAIGIZAG]  PRINASSIS7  SAMNI4116342  Arizons State Lniversity DN was extracted from 250 & Tore
b Resequencing Analysis SRR24107928 SRK19907725 SRP431626 SRS 17261438 SRAIGIZAG  PRINASEIST  SAMNI4116336  Arizona State Liniversity DNA mas extracted from 260 Name
L@ Sinele Cell Analysis SRR24107962 SRK18907601 SRP431R26 SRS 17261404 SRAIGIZAE  PRINASEIAET  SAMNIIIGA1E  Arizona State Liniversity DNA was extracted from 250
-2 RNA-Seq and Small RNA Analysis — B
|& Microarray Analysis # Edit Table 18 Find Associsted Data F Assaciate Data & Additisnal Filtering B Create: New histadata Tabls ety
Epigenomics Analysis Sie
De MNovo Ssquencing BHE I =[ Help Save Wiew
e 212 element(s) are selected
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P CLC Genomics Warkbench 23.0.5 - <New Workspace - Evaluation 72 days remaining

s Download Toolbox

File Edit View Cennections Ui

Cge w

New import Export Graphics Prnt  Launch

Help

Bromser | Booth-replicated (paired. tri. X | sk ATPSal mANA X

Mavigation Area | Remote Files

BootA-replicateE: (paed) %

trim adapter list %

[ 165,97 otus (56 (taxpro index) X

2 8 & g

Workspace  Plugins . Referentes

B QMI-PTDE Family (axpro index.. X | JZ SRA Search X | EH Mereed abundance table with t.. % | ES SRA MetadataTable %

S

Downlgad Workfiows

0
[

Support

Rows: 2

I Trim Adapter List Editar Settines

Filter to Selection: Filter

Golumn width

% By O Y

<enter search term>

Name Sequence
505¢

808r

3 SRR24108014

GATOGGARGAGT ACAGGTCTGARGTCCAGTGAG

-] SRR24108022
= SRR24108022
SRR24108023
SRR24108023

- Wiorkflow Result Metadata-1
[ Workflow Result Metadata
' Recycle bin

[ GLG References

E& Famte?

Toolbox -

Processes  Toobox | Favorites

Template Workflows
Preparing Raw Dats

[ Basic Workflow Designs

{57 Biomedical Warkflows

- 7 Genome Finishing Workfows
(53 Microbial Workflons

g Single Gall iorkflows
Installed Workflows

ol Tnstalled Workflows

Tools

[ Genome Finishing Module
| Classical Sequence Analysis
[ Molecular Bilogy Teals
-iZ BLAST
{8 Prepare Sequencing Data
B Quality Gontral
53 Resequencing Analysis
[ Single Gall finalysis
% RHA-Seq and Small RNA Anabsis

AATGATACGGCGAGCACCGAGATCTACACTGTTTCCCTACAGGACGGTCTTCOGATGT

Reads
All Trim & end
All Trim & end

When an adapter is found For reads without adspters Automat..
Keep the read

Keep the read

Show column
18 Hame
8 Sequence
8 Reacs
18 When an adapter is found
8 For reads without adapters
Select All
Deselect All

[& Microarray Analysis
Epigenomics Anabysis
il De MNowo Sequencing

& Add Row

Elci¥

e

“Add Row" = Uw L,
SAN—DOALE (5l 3H

# Edit Row

[* Delete Row

Help

Save View-
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Toolbox

Froceszes | Toolbox | Faworites

Template Workflows
-- Freparing Ramw Data
ﬁ Basic Workflow Desians
Eﬁ}' Biomedical Workflows
- £ Genome Finishing Waork flows
Elg Microbial Workflows
-l Metagenomics
E Taxonomic fnalsis
=@ Amplicon-Based Analysis

[ Data OC and OTU Clustering
: Detect Amplicon Yariants and Aszign Taxohomies
- |#F Egtimate Alpha and Beta Diversities
[#-{@: Typine and Epidemioloey
HHEE GlAseq Analvsis
-G Sinele Cell Workflows
Installed Workflows
Fﬁ] Thztalled Workflows
Tools
ﬁ Microbial Genomics Module
& £ Genome Finishing Moduls
I:\-a Clazzical Sequence Analvziz
@ olecular Biology Toolz

SequUence

w2 BLAST
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Detect Amplicon Sequence Variants:
ASVIC K BESIDDHH

Input

ASY Sequence List (12)43} (ASV sequence list))

Output

[

¥® Merge Abundance Tables

Tables

Repon ({3)(3) (mmple report))

Table l Report

Table with I index

B Assign ies to inA Table

Assigh Taxonomies to
Sequence in Abundance Table:
PEBT—H DG

Taxonomic Abundance Table | Repon

Taxonomic Abundance Tabie (Merged abundance table with taxonomies (tablej)

Sequences

l Trim adapter list

i%y Trim Reads

Trimmed Sequences [ Trimmed (broken pairs) | Discarded Sequences | Repont

[

& Detect Amplicon Sequence Variants

Reads

ASV Table | ASV Sequence List I Report

Report (Merge abundance tables (report))

Report (Assgn Taxonomies (report))

Report (/{3){3} (wim report))

Report ({33} (detect ASV report))

biosciences & nanosciences

im Reads: Bl MU=>S

Reports

Sequence Lists

m QC for Sequencing Reads

Repon

Graphical Repornt (/{3)/{3) (graphical QC report))

Reports

'(g Combine Reports-1

Report

Report (Combined ansiysis repart)

N

Repont |

Output

Supplementary Repornt U3Y(3) {supplementary OC report))

[

Reports.
'.g Combine Reports

Report

Report (Combined QC repor)

FEEFIDRUZ>T, QC. ASVEET, DRRBFT —YDNEIREZFTELEHTEITCTEFT,
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P Detect Amplicon Sequence Variants and Assign Taxonomies x

Select input for Reads
1. Ghooze where to run

© Select from Mavigation Area

2. Select Reads ) )
() Belect files for import:  GLC Format

3. Select Adapter Trim List

Mavigation Area | Reference Data Selected elements (25)
4. Select Taxonomic Q- [<enter search term = IS SRR241079148
Profiling Index S0 Asv SRR24107919
5. Configure batching [ SRA MetadataTable ggﬁgﬂg;gg?
-3 SRR24107918
f. Detect Amplicon Sequence - SRR24107522
Variants o~ SER24107923
? E]-E SRR241079149 SRR24107924
. Result handling = SRR4107925
-3 SRR24107920
3. Save location for new = 22231133333
elements -
E]-E SRR24107921 SRR24 107975
SRR24107924
&3] SRR24107922 =RA2A 107930
. SRR24107931
£ SRR24107923 =RA2A 107930
O SRR24107933
[ SRR24107924 SRR2A 107934
O SRR24107935
[ SRR24107925 =RR2A 107936
SRR24107937
B-F5 SRR24107926
SRR24107938
SRR24107934
-7 SRR24107927
SRR24107940
[C] Batch
Help Rezet Previous Mect Finizh Cancel
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M Detect Amplicon Sequence Variants and Assign Taxcnomies >

Lizt of adapters to be uzed for trimming. Can be created in the Warkbench in File = Mew - fdapter List
1. Chooze where to run

© Select from Mavigation frea
2. Select Reads ) .
() Select files for import:  GLC Format
3. Select Adapter Trim List
Mavigation Area | Reference Data Selected elements (1)

= ftrim adapter list

i, Select Taxonomic
Brofiling Index

Al

Q- |<enter search term?

F-[5 SRR24108007
F3 sRrR24 108008
£3 SRR24103009
SRR24108010
SRR24103011
F9 sRR24108012
5 SRR24103013
£ sRR24 108014
£5 SRR24108015
3 SRR24108016
£5 sRR24108017
-F3 SRR2410801%
£5 SRR24108019
3 SRR24108020
-F5 SRR24108021
3 SRR24103022
£5 SRR24108023

. Configure batching

. Detect Amplicon Sequence
Variants

1. Result handling

8. Save location for new
alemeants

vtk flow Result Metadata-1

#-FF CGLG_References
-7 FAD

[ Batch

Help Fezet Previous Menct Finizh Cancel
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P Detect Amplicon Sequence Variants and Assign Taxonomies >

Taxzonomic Profiling Ihdex relevant for vour data.
1. Choose where to run

© Select from Mavigation Area

2. Select Reads . )
() Select files for import:  CLC Format

3. Select Adapter Trim List
Mavigation frea = Feference Data Selected elements (1)

T QOMI-PTDE Family (taxpra inde..

ll

4 g:l:iﬁn:ﬁ:::""ic Q. |<enter search termy
5 CLC_Data

b. Configure batching 5 CGLG Data_ 2

T 16597 otus GG (taxpro index)
B, Detect Amplicon Sequence JET—I asy
Variants o

[ SRA MetadataTahle
H-F5 SRR24107918
SRR24107919
SRR24107920
9 sRR24107921
SRR24107922
SRR24107923
F9 sRR24107924
9 SRR24107925
SRR24107926
SRR24107927
H-F5 SRR24107928
H-F5 SRR24107929
H-F5 SRR24107930
H-F3 SRR24107931
H-F= SRR24107932

7. Result handling

8. Save location for new
alemants

oo O e OO OO s OO s MO ey IO o O o OO s OO IO e IOt IO oy O o O e

[ Batch

Help Reset Previous Mext Finizh Cancel
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Rows: 57,990 Filter to Selection==- Fiter =
Mame Taxonomy
bfb801a337abedcha lbbdeTeatblcite Bacteria; Acidobacteriota; Acidobacteriae; Bryobacterales; Bryobacteraceae; Bryobacter, Bryobacter ageregatus

ed3d7020f3 1a64a765244b28dbcadbe?
i762dc 8afc3bfice 1h7fdefcifia2ed 726
ac9290b34cdidd24 2c 1540860629322
fadcd103d421b38d 18987 0854d8d 60
cdBhhf9chbedBf02dbfi 8o 147 2oebf
d309b 118520 ech 1d6fi3d4401805
fd36a197etabc 730222002 1411900832
fi82cefdB4R082291 767 2 166 Tab 446
71540665 1eabbf00d59e52 1adde 2dia
be9ece 0382470877 2bb0d 74 Bdefd 791
96f3ec 1f8902076ad 4eb?7dedbbe 0739
dficab128762000bbf 37290 1dfd06ate
694403ab8ff 1233462 19a7b4 340306
621ch26ft3ad0fbfad 2d4 9d4f189f082

fiecleabdi5hbe07laatbalatas? 140b
52bbd2e fdafiabfdéchia 1bbddf08d0ga
fd1098cdh71337c869bc 8049 19b0F6RD
195204fdbd 3f05ad40aad809565e37
4b6e02fEbe 1 Deffcea 06004260 1abbad
543691fd3ee2d1ce2d 13266228091 118a
3264962381728 2bbb 9 7108c 33250
eli7ciafead 3027260090 5def0 12140
a2tdcifdded 3a9241363afd 12928291

e 16d86b 7fe 77 0de B8 Pe d 0fbG8bEa
#hfcaldibabiedh3ad 19896 1hd956 718
ed2dbed$bcbiflc 1730d82c4b0b 63803
dcc | 26ff836c2d 1787 96dbBeB0fealdd
ahff4fiealedd096beBeTlca 1036 1foa
4d722f04005c8703ca428345c 344 beea
50dbibdfbTeedfofIlcalbeli 1 2004036
fiaadfddbefidel11babed71hd4215abfic
ebbeladfiHbe 1faiciblbec3fitalid
00725d 1b3e46191306269dac §2akdc 72
1allaabf19dif 1886 8ebafidfidbads 168
29557744 1500515ab44 7 24de 3afd 7d57
2623206 1ae0d63fdbid03ecb 53387739
2d4b%e439hc 3390807 16d6 1bbaG04 70
Gif 3fi8ebcdea 1b300ddbbealfal82d
52e886c 18722236 3d0fda 543502959
#hchidechd0715039667dd3a04c0 0c9do
ablced910611354b49c3ded73d2ck (e ?
cdall0e485a559d723adccddf 20 7558
Bh2afaf3956423d4edafid7 1bBb277d8
Jabfaf3e9d29ebb0b244558ddab 13 2ed
beeelfedtedb24ce 493822517 0b3260
B782cf8a 132 19846019527c24d6f9=0
261 7edddi0ed 761790 19839295000734

Archaea;
Archaea;
Archaea;
Bacteria;

Bacteria;
Bacteria;
Bacteria:
Bacteria;
Bacteria;

Bacteria;
Bacteria;
Bacteria;

Bacteria;
Bacteria:
Bacteria;
Bacteria;
Bacteria:
Bacteria;
Bacteria;
Bacteria:
frchaea; Thermoproteota, Mitrososphaeria; Mitrososphaerales: Mitrozosphaeraceae; Nitrososphaera; Nitrozosphaera evergladensis
; Thermoproteota; Mitrososphaeria: Nitrososphaerales: Mitrososphaeraceae: Nitrososphaera: Nitrososphaera evereladensis
Bacteria;
Archaea;
Bacteria;
Bacteria;
Bacteria;
Bacteria;

Archaea:

Archaea:
Archaea:

Bacteria;
Archaea:

Thermoprateata; Mitrozosphaeria; Mitrozosphaerales; Mitrososphaeracess; Nitrozosphaera; Nitrozosphaera evergladensiz
Thetmoprotenta; Mitrososphaeria; Nitrozosphaerales; Mitrososphasraceas; Nitrosocosmicus; Mitrosocosmicus olzophilus
Halobacteriota; Methanosarcinia: Methanosarcinales; Methanosarcinaceae, Methanosarcina: Methanosarcina acetivorans
Chloroflexata; Anaerolineae; Anaerolineales; Anaerolineaceas; Bellilinea; Bellilinea caldifiztulae

Firmicutes: Bacilli Galdalkalibacillales: Galdakalibacillaceae; Galdakalibacillus: Galdalkalbacillus thermarum

Firmicutes; Bacilli Caldalkalibacillales; Galdakalibacillaceae; Galdakalibacillus; Galdalkalbacillus thermarum

Firmicutes_f; Glostridia; Acetivibrionales; DEM-27016; Buminiclostridium; Buminiclostridium herbifer mentans

Firmicutes_B: 2-2901; Carboxypdother males: Garboxydothermaceae; Garboxydothermus; Garboxydothermus hydrogenoformans
Chloroflexata; Anaerolineae; Anaerolineales; Anaerolineaceas; Bellilinea; Bellilinea caldifiztulae

fcidobacteriota; fcidobacterias; fcidobacteriales; Koribacteraceas; Koribacter; Koribacter versatilis_A
Myxococcots; Myxococoia; Mysococcales; Anaeromyxobacteracese; Anaeramyxobacter; Anasromyxobacter dehalogenans
Acidobacteriota; Acidobacteriae; Bryobacterales; Bryobacteraceas; Paludibaculum; Paludibaculum fermentans

Firmicutes; Bacilli

Proteobacteria; Alphaproteobacteria; Rhizobiales

Myxococcota; Mysococoia; Mysococcales; Anaeromyxobacteraceas; Anaeramyxobacter; Anaeromyxobacter dehalogenans
Actinobacteriots; Actinomycetia; Streptomycetales; Streplomycetaceas; Streptacidiphilus; Streptacidiphilus fuscans
Firmicutes_G: UBA4882 UBAT0575: UBA1057%: Capillibacterium; Gapillbacterium ther mochitinicola

Firmicutes; Bacilli; Bacillales; Bacillaceae_H: Bacilluz_B#A; Bacilluz_BA abyssalis

Proteahacteria; Alphaproteohacteria; Rhizobiales; Rhizobiaceas; Mycoplana; Mycoplana dimorpha

Proteobacteria; Gammaproteobacteria: Steroidobacterales: Steroidobacteraceas; Povalibacter: Povalibacter uvarum

Firmicutes_f; Glostridia; Lachnospirales; Defluviitaleaceas; Defluviitalea; Defluviitales phaphyphila

Thermoptotenta; Mitrozosphaeria; Mitrososphaerales; Mitrozosphasraceas; Nitrozosphaera; Nitrozosphaera evergladensis
Myxococcota; Myxococoia: Myxococcales: Anaeromyxobacteraceas; Anaeromyxobacter, Anaeromyxobacter dehalogenans
Proteobacteria; Gammaproteobacteria; Thiohalobacterales; Thichalobacteraceae; Thiohalobacter; Thiohalobacter thiocyanaticus
Firmicutes G Limhochordia; Limnochordales; Limnochordaceae; Limnochorda; Limnochorda pilosa

Firmicutes_G; UBA4882; UBA1067E; UBA10575; Capillibacterium; Gapillibacterium ther mochitinicola

; Thermoprotenta; Mitrososphaeria; Nitrososphaerales; Mitrososphaeraceae; Nitrozocosmicus; Mitrosocos micus oleophilus
; Thermoproteota; Mitrososphaeria; Nitrososphaerales: Mitrososphaeraceae: Nitrososphaera: Nitrososphaera evereladensis
Bacteria;
Bacteria;
Bacteria;
Bacteria;
Bacteria;
Bacteria;
Bacteria;

Proteobacteria; Gammaproteobacteria; Burkholderiales; Rhodocyclaceae; Aromataleum; Aromatoleum petrolei

Firmicutes G; UBA4882; UBAS34E; UBAS3E; Hydrogenispora; Hydrogenispora ethanolica

Protecbacteria; Gammaproteobacteria; Pseudomonadales; Pseudomonadaceas; Peeudomonas_fi; Pseudomonas_A spl03206815
Actinobacteriota; Thermoleophilia; Gaiellales; Gaiellaceas; Gaiells; Gaiella occulta

Firmicutes_B; Desulfotomaculia; Desulfotomaculales; Desulfocucumaceas; Desulfocucumis; Desulfocucumis palustris
Firmicutes_Gi UBA4882 UBABI4E UBARIE Hydrogenispora; Hydrogenispora ethanolica

Actinobacteriota; Actinomycetia; Streptomycetales; Streptomycetaceae; Streptacidiphilus; Streptacidiphilus fuscans

; Acidobacteriota; Blastocatellia; Pyinomonadales; Pwinomonadaceas; Py inomonas; Pyinomonas methylaliphatogenes

;. Thermoproteota; Mitrososphaeria: Nitrososphaerales: Mitrososphaeraceas: Nitrosocosmicus; Mitrosocosmicus oleophilus
Bacteria;
Bacteria:

Firmicutes_f; Glostridia; Acetivibrionales; DSM-27016; Ruminiclostridium; Ruminiclostridium herbifermentans
Firmicutes_f&; Clostridia; Peptostreptococeales; Thermotaleaceae; Geosporobacter; Geosporobacter ferrireducens

I Create Abundance Subtable

HeoE X

I Create MNormalized Abundance Subtable Create Sequence Sublist Extract Reads from Selection

FENDIDFEEECEAT D IR MMERRESNE T,

IP 13DIE mETthES

Golumn width
Manual
Show column
Om
Name
Taxonomy
Combined Abundance

SRR24107947 Abundance
SRR24107969 Abundance
SRR24107960 Abundance
SRR24107373 Abundance
SRR24107948 Abundance
SRR24107970 Abundance
SRR24107949 Abundance
SRR24107872 Abundance
SRR24107961 Abundance
SRR24107971 Abundance
SRR24107345 Abundance
SRR24107946 Abundance
SRR24107867 Abundance
SRR24107943 Abundance
SRR24107855 Abundance
SRR24107954 Abundance
SRR24107977 Abundance
SRR24107353 Abundance
SRR24107959 Abundance
SRR24107852 Abundance
SRR24107958 Abundance
SRR24107951 Abundance
SRR24107957 Abundance
SRR24107950 Abundance
SRR24107356 Abundance
SRR24107942 Abundance
SRR24107944 Abundance
SRR24107941 Abundance
SRR24107940 Abundance

=0 Help Save View -

Filgeng

biosciences & nanosciences
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PERMANOVAS##T Filgeng

Tools

—[:; Microbial Genomics Module

-Eﬁ Metagenomics

E_ﬂ De Movo Azzemble Metagenome

+[_® Amplicon-Bazed dnalvsis

+EE' Taxonomic fnalsis

;--E@ fAbundance fnalvsis

'% Merge Abundance Tables

Eﬂ fissign Taxonomies to Sequences in Abundance Table
[ flpha Diversity

- |*® Beta Diversity

S EFPERMAND YA fnalysis
----- B@ Differential Abundance Analvsis

ﬂ Create Heat Map for Abundance Table
----- #dd Metadata to Abundance Table

1.

biosciences & nanosciences /

P PERMANCVA Analysis b4
Chooge where to run Metadata

. Metadata

. Parameters

. Result handling
Metadata
fibundance table 8§ Mereed abundance table with taxonomies (table) ﬁ
Metadata eroup  Teolation Source 0 F ~

Help Fezet Previous Mext Finizh Catcel

PERMANOVA Analysis\Y—JL TEEEDT—FZEIRL., LR EITOEEZIBELUET,
ShlFH>F) LRk I BDIRE (Isolation Source) B TCOLEEZITLNET,
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PERMANOVAf&#T

nalysis
P PERMANCVA Analysi X

Parameters
1. Ghooge where to run

2. Metadata

3. Parameters
Beta diverzity meazures

{. Result handling @ Eray-Curtis
B Jaccard

[ Euclidean

Phlvoeenetic diversity
FPhylogenetic tree T2 Merged abundance table with taxonomies (table) (Filtered) alignment tree Eﬁ

B Unweihted UniFrac

B Weighted UniFrac

[ Weighted UniFrac not normalized
[C1 D_0 UniFrac

[ D05 UniFrac

PERMAMOWA parameters
Mumber of permutations 99,999

Help Rezet Presvious Mect Finizh

STE R ES LURFHT — Y ZEELE T,

RFBIT—4(E, DD —0TJO—CHIAETNDIT—HICEFNTULET,

Filgeng
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PERMANOVARETDFEE

1 PERMANOVA analysis (Bray-Curtis)

Variable Groups Pseudo-f statistic p-value
Isolation Source Desert Soil, forest soil, swamp soil, Riparian soil 24.96215 0.00001
Group 1 Group 2 Pseudo-f statistic pvalue pvalue (Bonferroni)
Desert Soil forest soil 21.62626 0.00001 0.00006
Desert Soil swamp soil 24 95269 0.00001 0.00006
forest soil swamp soail 26.27344 0.00001 0.00006
Desert Soil Riparian soil 2433763 0.00001 0.00006
forest soil Riparian soil 25.00952 0.00001 0.00006
swamp soil Riparian soil 26.31809 0.00001 0.00006
2 PERMANOVA analysis (Jaccard)
Variable Groups Pseudo-f statistic p-value
Isolation Source Desert Soil, forest soil, swamp soil, Riparian soil 13.74230 0.00004
Group 1 Group 2 Pseudo-f statistic p-value p-value (Bonferroni)
Desert Soil forest soil 1214557 0.00001 0.00006
Desert Soil swamp soil 13.31787 0.00001 0.00006
forest soil swamp soil 14.44737 0.00001 0.00006
Desert Soil Riparian soil 1332328 0.00001 0.00006
forest soil Riparian soil 1455890 0.00001 0.00006
swamp soil Riparian soil 14 51638 0.00001 0.00006
3 PERMANOVA analysis (Unweighted UniFrac)
Variable Groups Pseudo-f statistic p-value
Isolation Source Desert Soil, forest soil, swamp soil, Riparian soil T4.60272 0.00001
Group 1 Group 2 Pseudo-f statistic p-value p-value (Bonferroni)
Desert Soil forest soil 2244454 0.00001 0.00006
Desert Soil swamp soail 63.63533 0.00001 0.00006
forest soil swamp soil 6087901 0.00001 0.00006
Desert Soil Riparian soil 88.31102 0.00001 0.00008
forest soil Riparian soil 110.04247 0.00001 0.00006
swamp soil Riparian soil 101.71093 0.00001 0.00006

METREDFERM, LK— MERATHEA=NFT,

Filgen

biosciences & nanosciences

=
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BEVEDEL : TP RS
TEL: 052-624-4388 (9:00~17 : 00)
FAX: 052-624-4389
E-mail: biosupport@filgen.jp
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