biosciences & nanosciences

¥ LT —92RAWERIREH

VIR ESHE S\AAA D TANT 4D REB
(biosupport@filgen.jp)



[FUBIC Filgeng

biosciences & nanosciences

B U3ZFUDEVEREDRRIC(E MERSEIRDIFHERDEARDBE IR S5(CRANESH1E
AROBRRZITV TORRIELDIEIRZITOIC. sHMICRFREIE IR MDD

B NICHUTEAROS ) LBRICED VWM TE. &I CICFHMmN ngeR s, BRk(CHE
REFEEIR Nz KIRICEIFITEAN, MM ROKIREZ, &' LBIRHNMSIELFRIT 328
DFFRIRT — IR ZITOINEN DD

B Golden HelixttSNP & Variation Suite (SVS)Tld. COLSRT ) NBRHISERDZRIR,
BDFANZITIT 29I FRIOBRY—-ILMESHINTED. KEBPLE/FYIREDORRICAVS
ncwsd

S
ek H

STBACY S
},
5 R n )
AL

i




SNP & Variation Suite (SVS) Filgeng
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ANNOUNCEMENTS

Core Features Applications

« Powerful Data Management « Genotype Analysis

« Rich Visualizations « Agrigenomics Analysis
(GenomeBrowse) « DNA/RNA Sequence Analysis

« Robust Static « CNV Analysis

« Flexible
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Import | Download

Besources
Text

Third Party

PED/TPED/BED

Golden Helix DSF
Golden Helix Legacy GHD
Public Data

Affymetrix
Mumina

Agilent Files

Window

NimbleGen Data Summary Files

Eamily Pedigree

Imnport VCFs and Mariant Files

Import Complete Genomics Var Files

Unzort

Map

(¥ =T = - BN I = ¥ IR - Y I JF B

- = =
[ L

Sample Label
W(30099889-DNADO4 ANGO0DOZ7
W(E0099889-DNAADZ ANGODDOOE
W(E0099889-DNAADZ ANGODDO16
W(0029889-DNABO3 ANGODOO17
WGE0099889-DNABO4 ANGODD025
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Sample Label
WG0059885-DNAGOT ANGO00006
WG0099883-DNAGOZ ANGO00014
WG0055885-DNAHOZ ANGOO0015
WG0099583-DNAHOZ ANGOO00Z3
WG0055885-DNAAOS BMADDODDS
WG0099883-DNABOS BMAOODD0G
WG0055885-DNABOY BMADODD22
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AMNGO0000E
AMNGOOD014
AMNGO00015
AMNGO000Z3
BMADDD00S
EMADDD00E
BMADDDOZ2
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Correct for Additional Govariates
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C 2 v C 3 v C 4 B 5
Breed Code Breed Species Phenotypel
AMG Angus Bos taurus 0
AMG Angus Bos taurus 1
AMG Angus Bos taurus 1
AMG Angus Bos taurus 1
BMA Beeflaster Bos taurus 0
BMA Beeflaster Bos taurus 0
BMA Beeflaster Bos taurus 0
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ARS-BFGL-BAC-33065
ARS-BFGL-NG5-104829
ARS-BFGL-NG5-65452
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Normalized Abs ASE
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Marker

Chromosome
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Pozition
527561
571472
583547
654738

Dezien Strand Allele substitution effect (ASE)
m/a 0.00298217530987558
m/a -0.00588923650059952
[A/G] 0.000775341159459952
IC/Gl 0.00150185299476017

VI EHEOBHR U PN BERIRT —5% . RIZELOFRITEL THA

) LT595 -0y

GBLUP estimates by marker [118]
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GBLUP vs Bayes C-pi; R*2 = 0.718
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Sample Label
WE0099883-DNADO4 ANGO000Z7
W(GE0099885-DNAADZ ANGODD00E
WGE0099885-DNAADZ ANGODD016
WGE0099889-DNABO3 ANGOD0O1T

WG0099883-DNADOY ANGO00027
1.2234246647 78T
0.2688991 25020094
0.272621627631719
0.266284395181538

WG0099889-DMNAADZ ANGOO000S
0.26885959125020054
1.25742844951306
0.2695942984592229
0. 3454988752407 11
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Complete

Data

N N N N A 2

Fold 1 Fold 2 Fold 3 Fold 4 Fold 5
- Training Training Training Training
Training Test Training Training Training
Training Training - Training Training
Training Training Training Training

Training Training Training Training Test
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Prediction Statistics
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GBLUP - Fold 1
GBLUP - Fold 2
GBLUP - Fold 3
GBLUP - Fold 4
GBLUP - Fold 5
T GBLUP Final Results
v [ GBLUP- AsE N _
E_'_-' GBELUP - Fixed Effect Coefficients } %/EUE%(LiFIJ}EH
| = GBLUP Summary Statistics

GELUP Summary Statistics [88]

Summary Statistics

Overall

Pearson's Product-Moment Correlation Coefficient§ 0.4947554688
Residual Sum of Squares: 18673.8134050901
Total Sum of Squares: 24716.4710340577
R-Squared (Coefficient of Determination): 02444789801
Root Mean Square Error: §.2899255853
Mean Absolute Error: 5.0434750156

Fold 1

Pearson's Product-Moment Carrelation Coefficient: 0.4705046406
Residual Sum of Squares: 4433.8787905098
Total Sum of Squares: BE55.2735768263
R-3guared (Coefficient of Determination): 0.2159744829
Root Mean Square Error: 6.8317207438
Mean Absolute Error; 5.3819339501

Fold 2

Pearson's Product-Moment Correlation Coefficient: 0.5520312586
Residual Sum of Squares: 3965.5196732424
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Unzort G 1 G 2 G 3
Map

L T

samples 55715576788 55715579193 55715579265
Plevseroh | g cc cc v K= JEHOFAR

Pl524635C cc AA Pl GBLUP - ASE
PIG05764B cT cc ™m
PISE7011A e cc E GELUP - Fixed Effect Coefficients
Pl71446 ccC cCC
Predict Phenotypes From Existing Results
Unzort R 1 R 2
samples Predicted Phenotvpes Random effect component
1 PIIT1446 0.15482921 8?35358; 0.280212873542408
2 Pl240664 0.00476527551844432 0.1301485920324495
3 PI307900 -0.0249905737461868 oiooasacsiostess v SPAMAEMADTRIREL L
4 PI374157 0.18304 2438817044 0.308426143623094 = ==
5 PIs670T1A 0.0398180889204598 0.16520174372651 b— jA M *E{ﬁ
6 PIS&7T7T73 -0,04000717959097 541 0.0853818588968963
7 Pls78324A -0.316791518730737 -0,191407863924686
] PI587678 -0,237927668548226 -0,112554013742286 1 6
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