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APPLICATION NOTE

Single-cell Multi-omics Enables Granular
Resolution Into AML For Powerful Insight Into the
Correlation Between Genotype and Phenotype
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Single-cell multi-omics of mixed AML
cell lines reveals variable clustering on
different analytes
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Tapestri multi-omics results verified
using gold-standard pathology methods
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AML subpopulation identified through
single-cell protein analysis, unresolved
through SNV or CNV
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