¢. tapestri

APPLICATION NOTE

My mission bio

Single-Cell Multi-Omics Reveals Novel Correlations
Between Genomic Variants and Protein Expression in
AML Patient Samples
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Single-cell multi-omics provides greater
resolution for clonal clustering
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« Mixture of RAJI, K562, TOM1, and KG1 cells

« 20 gene and 127 amplicon Tapestri AML
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SNV analysis of AML patient samples
using Tapestri identifies clones with
single mutations and co-occurring
mutations
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Tapestri analysis of single-cell protein
expression reveals distinct
subpopulations
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a TSNE - genotype projection
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b TSNE - protein projection (non-normalised)
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Single-cell multi-omics reveals
correlations between AML genomic
variants and protein expression
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